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Abstract. Plantlets of Aeluropus lagopoides (Linn.) Trin. Ex Thw. were grown at different NaCl concentrations (26, 167,
373 and 747mM) for 3, 7 and 15 days; their growth, osmotic adjustment, gas exchange, ion compartmentalisation and
expression of various genes related to Na+ fluxwas studied. Plantlets showed optimal growth in non-saline (control; 26mM
NaCl) solutions, whereas CO2/H2O gas exchange, leaf water concentration and water use efficiency decreased under all
salinity treatments, accompanied by increased leaf senescence, root ash, sodium content and leaf osmolality. A decrease in
malondialdehyde (MDA) content with time was correlated with Na+ accumulation in the leaf apoplast and a concomitant
increase in Na+ secretion rate. A. lagopoides accumulated a higher concentration of Na+ in root than in leaf vacuoles,
corresponding with higher expression of V-NHX and lower expression of PM-NHX in root than leaf tissue. It appears that
V-ATPase plays a vital role during Na+ transport by producing an electromotive force, driving ion transport. Leaf calcium
increased with increasing salinity, with more rapid accumulation at high salinity than at low salinity, indicating a possible
involvement of Ca2+ in maintaining K+ : Na+ ratio. Our results suggest that A. lagopoides successfully compartmentalised
Na+ at salinities up to 373mM NaCl by upregulating the gene expression of membrane linked transport proteins (V-NHX
and PM-NHX). At higher salinity (747mMNaCl), a reduction in the expression of V-NHX and PM-NHX in leaves without
any change in the rate of salt secretion, is a possible cause of the toxicity of NaCl.
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Introduction

Salinity is one of the most important environmental factors that
limit plant growth and productivityworldwide (Koyro et al. 2011).
Given this scenario, there is a need to improve salt tolerance of
crops, a task requiring better understandingof thismulti-genic trait.
The detrimental effects of salinity on plants include osmotic stress
and excessive Na+ accumulation in the cytoplasm, which affects
critical biochemical processes (Maathuis and Amtmann 1999),
with disturbance of ion homeostasis, damage to plasmamembrane
integrity (Kawasaki et al. 2001) and impact on photosynthetic
machinery (Abogadallah 2010). This complexity exists both in
halophytes and glycophytes (Zhu 2001; Tester and Davenport
2003), although appropriate regulation of the transcriptome in

halophytes controls an array of physiological processes that
makes them salt resistant (Maathuis and Amtmann 1999; Zhu
2001).

The survival of plants on salinemedia depends on ion-specific
mechanisms such as the compartmentalisation of K+ in the
cytoplasm and Na+ in the vacuole, in addition to osmotic
adjustment and defence against oxidative stress (Blumwald
2000; Chen et al. 2007; Cosentino et al. 2010). Plants may
reduce the quantity of Na+ and maintain higher K+ : Na+ ratios
in cytoplasm, particularly in photosynthetic tissues, by limiting
unidirectional Na+ influx into roots (Wang et al. 2009), reducing
entry of Na+ into the xylem stream, retrieval of Na+ from the
xylem (Tester andDavenport 2003), re-translocation ofNa+ from
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shoots to roots, compartmentalisation of Na+ into vacuoles or
cell walls and secretion from above ground tissues (Naz et al.
2009). The compartmentalisation of Na+ in cellular organelles
provides an efficient mechanism to prevent its deleterious effects
in the cytosol and also to achieve a lower water potential
compared with the growth media (Blumwald 2000; Tester and
Davenport 2003; Flowers and Colmer 2008).

The active outward transport of Na+ from the cell and
compartmentalisation in vacuoles is mediated via salt overlay
sensitive (SOS) pathway (SOS1: PM-NHX) and tonoplast
Na+ : H+ antiporter (V-NHX), respectively, using energy
generated through H+-translocating ATPases (H+-ATPase) or
pyrophosphatase (H+-PPase). Tissue specific Na+ partitioning
is an important strategy which is species dependent (Flowers
and Colmer 2008). Monocots do accumulate Na+ in a lower
ratio with K+ in shoots compared with dicots (Flowers and
Colmer 2008; Marcum 2008) and ~15% of monocotyledonous
halophytes excrete Na+ and Cl� through bi-cellular epidermal
salt glands (Adams et al. 1998). Overexpression of genes related
to Na+ flux has been reported to improve salt tolerance in some
plants (Xue et al. 2004; He et al. 2005). Such studies indicate
that Na+ compartmentalisation into the vacuole and expression
of V-NHX, H+-ATPase, H+-PPase and SOS1 play a major role
in salt tolerance (Oh et al. 2009). Moreover, Na+ sequestration
in the vacuole also implies prevention of its leaking back into
cytosol (Shabala and Mackay 2011).

Aeluropus lagopoides (Linn.) Trin. Ex Thw. (Poaceae) is a
stoloniferous, salt secreting, perennial grass that is distributed
in semi-desert climates (Vaziri et al. 2011). This grass can survive
in up to 1M NaCl; however, salinity greater than 300mM NaCl
is considered toxic (Gulzar et al. 2003). A. lagopoides is being
utilised as forage in some parts of India and the Iranian plateau
because of low shoot sodium concentration (Torbatinejad et al.
2000). A. lagopoides can also be used to prevent soil erosion and
aid sand dune stabilisation due to its highly developed network
of roots and high salinity tolerance (Tewari 1970). A. lagopoides
is also reported as a wild relative of wheat (Razavi et al. 2006).
Therefore, it is a suitable model plant to understand the salt
resistance mechanism in grasses and could help to develop salt
resistance of cereals (Flowers and Colmer 2008). The possibility
of improving salt resistance in wheat by asymmetric somatic
hybridisation along with its wild relative has been reported (Yue
et al. 2001).

Several other ecological and physiological studies on
A. lagopoides have been conducted (Waghmode and Joshi
1982; Waghmode and Hegde 1984; Joshi and Bhoite 1988;
Sher et al. 1994; Bhaskaran and Selvaraj 1997; Abarsaji
2000), which indicates that it accumulates substantial amounts
of Na+ and Cl– in its roots. Sobhanian et al. (2010) reported that
its salts secreting ability helps in regulating shoot Na+ of
A. lagopoides seedlings raised in 450mM NaCl for 10 days.
They also determined, using proteomics, that 2.1% of proteins
were upregulated, whereas 2.4% were downregulated. Those
upregulated were associated with energy formation, amino
acid biosynthesis, C4 photosynthesis and detoxification, which
may be involved in salt resistance of A. lagopoides. Similarly,
Razavi et al. (2006) using differential display amplified fragment
length polymorphism (DD-AFLP) predicted a possible
involvement of genes related to the signalling cascades,

regulation of gene expression and osmotic adjustment in the
survival of A. lagopoides under harsh conditions (such as
drought). However, information is lacking about changes in
gene expression as related to changes in growth and
physiological and biochemical mechanisms. Therefore, we
investigated early and late responses of plant growth,
physiological mechanisms and expression of Na+ manipulating
genes, as well as the regulation of Na+, in A. lagopoides in
various salinities (26, 167, 373 and 747mM NaCl). The
objectives of the present work were to: (1) investigate the
changes in the response of growth, gas exchange, water
relations and Na+ flux under NaCl; (2) investigate the
coordination between root and leaf tissues for modulating Na+

flux; (3) observe the relationship between kinetics of Na+

accumulation and expression of Na+ manipulating genes; and
(4) understand the importance of temporal variation in salt
secretion and the expression of Na+ manipulating genes in
NaCl resistance of A. lagopoides.

Materials and methods
Plant material

Aeluropus lagopoides (Linn.) Trin. Ex Thw. was collected from
coastal habitats of Hawks Bay, Karachi, Pakistan
(24�52021.8700N, 66�51024.5800E) and a perpetual culture in a
green net-enclosed system that reduces light by 60% and
facilitates air circulation (semi-ambient environmental
condition) was established. Plantlets originating from tillers of
A. lagopoides growing in beach sand were sub-irrigated with
half-strength Hoagland nutrient solution (Hoagland and Arnon
1950).

Growth conditions

Plantlets of A. lagopoides were transferred to pots (one plant per
pot; pot size: 6� 10 cm) containing washed soil collected from
natural populations of A. lagopoides and subirrigated with
nutrient solution. Plantlets were grown under the semi-ambient
environmental conditions described above. Plantlets of similar
size (1month old; six leaf stage) were selected for the experiment
and divided into four groups (26, 167, 373 and 747mMNaCl; 48
plantlets per group) which were further distributed into four
subgroups (0, 3, 7 and 15 days; 12 plantlets per sub-group).
The control group was irrigated with nutrient solution (which
contained 26mM NaCl) and saline treatments were given using
NaCl in Hoagland solution solutions (Table 1). The salinity was
increased stepwise (150mM NaCl daily) until the desired
concentration was reached. The volume of nutrient solutions

Table 1. Concentration of Na+ and K+, electrical conductivity, pH and
osmotic potential in used NaCl treatments

NaCl treatment
(mM)

Na+

(mM)
K+

(mM)
EC

(mS cm–1)
pH OP (mosmol

kg–1 H2O)

0 26 4.5 1.7 7.5 61
150 167 5.3 18.8 7.3 329
300 373 3.4 29.6 7.4 625
600 747 5.0 55.3 7.3 1186
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was adjusted with water every alternate day to compensate for
evaporation and was replaced after 5 days.

Harvest and growth parameters

Plants were harvested on 0, 3, 7 and 15 days after the desired salt
concentrations were reached. Each individual was carefully
removed from the soil and the leaves washed by dipping twice
in distilled water for a few seconds and then wiped with tissue
paper and roots were washed with respective NaCl solution
followed by ice-cold 10mM CaCl2 solution (to remove
sodium from surface). Roots and shoots were separated and
FW determined for each plant. A portion of the fresh samples
were immediately frozen in liquid nitrogen, stored at�80�C and
subsequently freeze-dried. The remainder of the samples was
oven-dried at 75�C for 48 h (when no weight change was
observed). Tissue water concentration (WC) for shoot and root
was determined separately using the equation: WC= ((FW –

DW)/FW)� 100. The growth rate of A. lagopoides was
determined using four individual, from each salinity treatment.
Non-destructiveparameters (shoot length, leaf length andnumber
of leaves including total and senesced leaves were recorded after
0, 3, 7 and 15 days from the start of the experiment.

Measurement of Na+, K+ and Ca2+ in tissue sap

To determine the concentration of Na+, K+ and Ca2+ in leaf and
root tissues ‘press-sap’was used.Root and fully-expanded young
leaves (third node from the tip) were rinsed (as indicated above)
immediately before collection from individuals growing in
different NaCl treatments after 0, 3, 7 and 15 days. Sampled
were wrapped in aluminium foil and immediately frozen at
�18�C. Close to the time of measurements, frozen samples
were thawed and hand squeezed to extract all the sap as
described by Cuin et al. (2009). Extracted samples were mixed
thoroughly, diluted and used for the determination ofNa+,K+ and
Ca2+ by atomic absorption spectrometer (AA-700; Perkin Elmer,
Santa Clara, CA, USA).

We estimated the selective absorption ratio of K+ vs Na+ from
the medium (SA) and the selective transport ratio of K+ vs Na+

from root-to-shoot (ST) was calculated using the following
formulae (Debez et al. 2010):

SA ¼ ½K=ðK þ NaÞ�root
½K=ðK þ NaÞ�medium

; ð1Þ

ST ¼ ½K=ðK þ NaÞ�leaf
½K=ðK þ NaÞ�root

: ð2Þ

Determination of Na+ concentration in the leaf
apoplast and symplast

Five plants were harvested from 26 and 747mMNaCl treatments
after 15 days of treatment. Aboveground parts of plants were
divided into three equal zones (lower (first 3 nodes from
ground), middle (4–6 nodes) and upper (7–9 nodes)). Leaves
were collected from each zone and sap from the apoplast and
symplast collected separately by centrifugation (Yu et al. 1999).
The samples were spun at 2000g for 15min at 4�C to obtain the
apoplastic sap. After centrifugation, samples were frozen at
�80�C for 4 h and then thawed at room temperature before

extraction of the symplasmic sap by centrifugation at 2000g
for 15min at 4�C. Na+ concentration in the sap was
determined by atomic absorption spectrometer (Perkin Elmer).

Secretion of Na+

To determine the rate of Na+ secretion, leaves were rinsed with
2mLdeionisedwater in Eppendorf tubes (Eppendorf, SanDiego,
CA, USA). Fully expanded young leaves (third node from the
top) of three plantlets were tagged from each subgroup (0, 3, 7
and 15 days) of NaCl treatments (26, 167, 373 and 747mM).
Tagged leaves of each subgroup were prewashed 3 days before
the collection of data (0, 3, 7 and 15 days of experiment). The
amount of Na+ secreted was determined by atomic absorption
spectrometer (Perkin Elmer) and the area of rinsed leaves was
determined by ImageJ software ver. 1.45 (http://rsb.info.nih.gov/
ij/, accessed 10 September 2010). The rate of Na+ secretion was
expressed in mmol Na+ cm–2 day–1.

Leaf osmolality

Sap was extracted (as indicated above) from the frozen leaves
and used directly to determine the osmolality by vapour pressure
osmometer (VAPRO-5520; Wescor Inc., Logan, UT, USA)
(Gucci et al. 1991). The contribution of Na+ and K+ to leaf ys

was calculated by van’t Hoff equation (Kramer and Boyer 1995).

Gas-exchange measurements

The rate of net photosynthesis (Pn), respiration (R), stomatal
conductance (gs) and transpiration (E) were measured on
randomly chosen plantlets (n= 4) from each salinity treatment
after 0, 3, 7 and 15 days from the day of NaCl application.
Measurements were taken on fully-expanded leaves (from third
node) using 2� 3 cm chamber (6400–08 clear chamber bottom)
of a portable photosynthesis system (6400XT, Li-Cor Inc.,
Lincoln, NE, USA) at ambient RH 60–80%, reference
CO2 of 380mmolm�2 s–1, flow rate of 500mmol s�1 and
photosynthetically active radiation of 600mmolm�2 s�1. Each
leaf was first equilibrated in the chamber until constant
readings were obtained.

Lipid peroxidation/malondialdehyde content
The level of lipid peroxidation in leaf samples was determined
in terms of malondialdehyde (MDA) content (Heath and Packer
1968). For the MDA assay, 0.1 g fresh tissue (root and shoot)
was homogenised with 1mL trichloroacetic acid (TCA) 1% and
centrifuged at 10 000g for 5min at 4�C (Sorval Evolution RC,
Kendro, Newtown, CT, USA). For measurement of MDA
concentration, 4mL of 20% trichloroacetic acid containing
0.5% 2-thiobarbituric acid was added to a 1mL aliquot of the
supernatant. The mixture was heated at 95�C for 30min, cooled
quickly in an ice bath and then centrifuged at 10 000g for 10min
at 4�C. The absorbance of the supernatant was read at 532 and
600 nm. The concentration of MDA was calculated using the
MDA extinction coefficient of 155mM–1 cm–1. The result of
MDA was expressed as mgmg–1 FW.

Quantification of gene expression by qRT–PCR

RNA was extracted from A. lagopoides leaf and root tissues
(n= 4), harvested at 0, 3, 7 and 15 days from each treatment
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(26, 167, 373 and 747mMNaCl). Samples were frozen in liquid
nitrogen, ground fine and RNA extracted with an RNAqueous
Kit (Ambion, Austin, TX, USA). Quality and quantity of RNA
was checked using a Spectrophotometer (DU Series 700,
Beckman Coulter) and integrity by electrophoresis on 1%
agarose gel. DNA was removed from RNA samples using
DNase (DNA free kit, Ambion) following the manufacturer’s
instructions. First-strand of cDNA was synthesised from 1mg
RNA (DNA free) by using the protocol of cDNA Takara RNA
PCR Kit (AMV; ver 3.0). The cDNA was cooled to 4�C and
stored at �20�C for subsequent use for expression analysis of
different genes.

For quantitative real time PCR (qRT–PCR), primers (see
Table 2) were designed using selected gene sequences of
A. lagopoides present in the NCBI database. Actin gene of
A. lagopoides was used as an internal reference for
qRT–PCR. Quantitative RT–PCR of different genes was
performed by using the protocol for 20mL reaction mixture
in light cycler-carousel-based system (Roche Diagnostics,
Alameda, CA, USA). Dilutions of the extracted plasmid (from
10�4 to 10�8 pg) were used in qRT–PCR to plot standard curves
of selected genes. Dilutions for standard curve, cDNA of
samples (from each NaCl treatment and time period) and
negative controls were run in duplicate. PCR efficiency was
calculated with all standard curves having an R2 of 0.99 or

higher. The data was quantified using LightCycler software
ver. 4.0 (Roche).

Statistical analyses

Statistical analysis was conducted using SPSS ver. 11.0 for
windows (SPSS Inc., Chicago, IL, USA). Analysis of variance
(ANOVA) was used to identify significant effects of NaCl
concentration and duration of salinity stress on growth, gas
exchange, water relation, MDA content, cations and
expression of genes, and significance level was P< 0.05. A
Bonferroni test was performed to compare individual means if
the effects were significant. Data in the form of means and
standard errors were used to construct graphs by Sigma Plot
for Windows ver. 10.0 (Systat Software, San Jose, CA, USA).
Correlation analyses were conducted using the correlation
functions in Excel. Pearson coefficients were calculated to
assess correlations between different variables.

Results

Growth and water content

Leaf elongation rate, number of leaves and height of plant
decreased with the increases in salinity, whereas leaf
elongation stopped at 747mM NaCl. Increase in leaf
senescence was observed at the highest salinity (Fig. 1). Leaf

Table 2. Primer sequences and NCBI-records used for selected genes

Gene Primer name Sequence (50! 30) NCBI-ID

PM-NHX PMN-F PMN-R TATCGAATGGTGCTCGGAAGA, AGCCCAGCCACAGTACCGATA ISHU-Ala-4 GW796824
V-NHX V-NHX-F V-NHX-R GCAGGTCCTCAATCAGGATG, ACTCCAAGGAAGGTGCTTGA AlaNHX GU199336
H+-ATPase ATP-F ATP-R GAGGACTGCAAGAGCGGATTAC, TACCAAGCTCAGAAATCTGTCG ISHU-Ala-3 GW796823
ACTIN ACT-F ACT-R TACGAAGGGTTTACGCTTCCT, TCTCCAACTCCTCCTCGTAAT ISHU-Ala-2 GW796822
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Fig. 1. Growth parameters ofAeluropus lagopoides in fourNaCl concentrations for 15 d.F- andP-
values were obtained from one-way ANOVA. In the lower two graphs, the % increase is compared
with initial time value. Values with similar Bonferroni letter were not significantly different at
P< 0.05.
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water concentration (water as % of FW) was significantly
reduced at 747mM NaCl, whereas no change was recorded in
root water concentration. Ash content increased significantly
(P < 0.001) in roots with salinity, but no such changes were
recorded in leaves (Fig. 2).

Flux in Na+, K+ and Ca2+

Na+ in both root and leaf tissue increased at least 10-fold when
plantlets of A. lagopoides were exposed to 747mM NaCl
concentrations for an extended period (15 days, Fig. 3).
Moreover, the amount of leaf Na+ was at least three times
lower in 747mM NaCl compared with the root tissues after 3
and 7 days of experiment (Figs 3, 4e).

Leaf K+ remained unchanged in up to 373mM NaCl.
However, there was a significant reduction with time at 747mM
NaCl (Fig. 3). Root K+ was generally lower compared with leaf
K+. At low salinity, root K+ concentration increased with time,
although there was no change at higher salinity concentration.
Leaf Ca2+ was higher than root and showed a rapid increase in
167 to 373mM NaCl although there was no significant change
in root Ca2+ (Fig. 3).

The ratio between leaf Na+ and K+ increased with increase in
salinity and time of exposure, with approximately a 10–12 fold
higher Na+ : K+ observed at 747mM NaCl, relative to control
after 15 days (Fig. 4a, b). Roots hadmoreNa+ content than leaves
in 373 and 747mM NaCl (Fig. 4e). The values for selective
transport (ST) of K+ were lower than those for selective
absorption (SA) (Fig. 4c, d). Slightly higher values of ST were
recorded in 373 and 747mMNaCl treatments than in the control
(Fig. 4c). However, the values of SAwere higher than the control
values in all NaCl treatments (Fig. 4c). SA was lower (~35%)

in plants treated with 747mM than 373mM NaCl at the
beginning of experiment but there was no difference after
15 days (Fig. 4c).

Secretion of Na+

Secretion of Na+ from leaf tissue increased with an increase in
salinity and duration of NaCl treatments (Fig. 4f ). The rate of
Na+ secretion in 167mMNaCl was similar to the control (which
contained 26mM NaCl; Table 1). However, a 2-fold increase
was recorded in Na+ secretion with a further increase in salinity.
An earlier increase inNa+ secretion rate was observed in 747mM
when compared with 373mM NaCl (Fig. 4f ).

Concentration of Na+ in apoplast and symplast

Leaf Na+ concentrations were similar in both apoplast and
symplast under non-saline control (Fig. 5). An increase in
concentration of Na+ in the apoplast of leaves (selected from
lower three nodes of the plant) was recorded when plants were
exposed to 747mM NaCl (Fig. 5).

Osmolality of leaf sap and contribution of Na+ and K+

to osmolality

There was no difference in leaf osmolality of plants grown for
3 days at 26, 167 and 373mM NaCl, but ~3-fold increase
observed in 747mM NaCl (Fig. 6a). Maximum osmolality
(~2500mosmol kg–1 H2O) was found in leaves from plantlets
treated with 373 and 747mMNaCl for 7 and 15 days. At the time
of harvest, the osmotic contribution of Na+ and K+ was 40% up
to 167mM NaCl and it increased to 60% in 373mM and 75%
in 747mMNaCl (Fig. 6b). The contribution of Na+ to osmolality
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Fig. 2. Effect of NaCl concentrations and time of exposure to salinity on water and ash
contents in leaf and root tissuesofAeluropus lagopoides.F- andP-valueswereobtained fromone-
wayANOVAby using T (time period of salinity exposure) and S (NaCl treatment). For each time
period, values at different salinity levels with similar Bonferroni letter were not significantly
different at P< 0.05 (NS, non-significant).
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was substantially higher than K+ in plants treated with NaCl
(Fig. 6b).

Gas-exchange kinetics

The gas-exchange parameters remained unchanged in control
plants with the passage of time (Table 3). After 3 days there was
no change in net photosynthesis (Pn) in up to 373mM NaCl and
a gradual decrease was observed with increase in salinity and
exposure time (Table 3).Respiration rate (R) increased transiently
up to 373mM NaCl on day 3 (Table 3). There was no initial
change in stomatal conductance (gs) and transpiration rate (E),
although a 90% reduction was recorded in 747mM NaCl. We
noted that gs and E gradually decreased during the latter part of
the experiment with an increase in NaCl (Table 3). There was
no major change in water use efficiency (WUE) among all
treatments, with the exception at 747mM salinity after
15 days, where a decrease of 66% in WUE was observed
compared with other treatments (Table 3).

Peroxidation of lipid membrane

A progressive increase in MDA content was observed in leaves
treated with NaCl after 3 days exposure, which gradually
decreased with the passage of time. Around 40% increase in
MDA was observed at 747mM after 15 days in comparison to
the control (Table 3).

Gene expression

A constitutive and unchanged expression of AlaNHX, PM-NHX
andH+-ATPasewas observed in the control treatment in both leaf
and root (Fig. 7). The expression of AlaNHX (V-NHX) in leaves
progressively increased under all salinities relative to control, but
this expression gradually decreasedwith time at 373 and 747mM
NaCl (Fig. 7a, b). The expression of AlaNHX in roots was higher
in all NaCl treatments particularly at 747mMNaCl where it was
at least 12 times greater than respective non-saline control.

During initial periods, expression of H+-ATPase was higher
(2- to 4-fold) in leaves treated with NaCl than in the leaves from
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Fig. 3. Concentration of Na+, K+ and Ca++ in leaf and root tissues of Aeluropus lagopoides treated with
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control plantlets, whereas expression declined later at 373 and
747mM NaCl (Fig. 7c). Expression of H+-ATPase was 2-fold
higher in leaves than in roots (Fig. 7c, d). Expression of H+-
ATPase gene in root increased with an increase in salinity and
exposure time (Fig. 7d).

Expression of PM-NHX was 10-fold higher in leaf than root
tissue (Fig. 7e, f ). Moreover, expression in leaves did not change
under low salinity, but increased under high salinity (Fig. 7e).
Expression of PM-NHX in root tissue increased with an increase
in salinity and duration of exposure to NaCl solutions (Fig. 7f ).

Discussion

Salt resistance in plants is based on a chain of events, including
physiological and molecular processes triggered through
differential expression of genes (Abogadallah 2010; Yang
et al. 2010). However, any change in these events could
negatively affect salt resistance of a particular species, which

depends both on the extent and length of exposure to salinity
(Munns 2002; Abogadallah 2010). Some halophytes grow best
in the presence of some salinity, whereas others (especially
grasses) in non-saline condition even if they have high salt
resistance (Gulzar et al. 2003; Barhoumi et al. 2007; Flowers
and Colmer 2008). A. lagopoides may survive in more than
1000mM NaCl, but its best growth was recorded in non-saline
condition (Fig. 1;Gulzar et al. 2003). Therewas no change inWC
of roots throughout the experiment, whereas inorganic content
increased with the increase in salinity as also reported before in
A. lagopoides (Sobhanian et al. 2010) and other salt tolerant
grasses (Bell andO’Leary2003;Barhoumi et al. 2007). Thewater
concentration of leaf tissue decreased by 10% at 373mM and
~30% in 747mMNaCl as a delayed response ofNaCl treatments,
which had affected leaf osmolality. However, the values of WC
remained in the normal range (65–85%) for grasses (Tiku and
Snaydon 1971; Howard and Mendelssohn 1999). Halophytic
grasses commonly reduce leaf transpiration rate to minimise
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Na+ uptake, though at the cost of reduced growth and
photosynthesis (Munns 2002; Flowers and Colmer 2008). An
increase in leaf osmolality in plants under salinity, indicating
osmotic adjustment, is frequently observed (Munns and Tester
2008). Osmotic adjustment is attributed to the accumulation of
vacuolar ions or production of compatible organic solutes
(Flowers and Colmer 2008). There was little change in leaf
osmolality up to 373mM NaCl during the first 3 days, but a 2-
fold increase was observed in 747mMNaCl, indicating decrease
in water content under highly saline conditions. However,
after 15 days, high leaf osmolality in 373mM NaCl with
almost 50% contribution of Na+ indicates an efficient Na+

compartmentalisation in plants. A contribution of Na+ and K+ of
>40% of osmolality is a common feature of salt-tolerant grasses
(Marcum 2008), which may results in decreased metabolic cost
for osmolyte production (Hasegawa et al. 2000;Bell andO’Leary
2003). However, ion toxicity may occur if the concentration of
Na+ in tissue sap exceeds from 650mM as indicated by
accumulation of higher MDA content at 747mM NaCl.

Aeluropus lagopoides appears to maintain K+ homeostasis
up to 373mM NaCl, but Na+ : K+ ratio increased progressively
with increasing NaCl concentration. K+ homeostasis in both
roots and leaves is likely to be due to selective absorption and
transport (Bell andO’Leary 2003; Gulzar et al. 2003;Wang et al.
2009). Plants may achieve selective absorption and transport

of K+ over Na+ across the membranes through stelar K+ outward
rectifiers (SKORs) and KUP-HAK protein channels (Santa-
María et al. 1997; Gaymard et al. 1998). In addition, the
prevention of K+ loss from the cell also appears to be a crucial
part of K+ maintenance (Chen et al. 2007). When plantlets of
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Table 3. Gas-exchange parameters (Pn, photosynthesis; R, respiration; gs, stomatal conductance; E, transpiration; WUE, water use
efficiency) and MDA content in Aeluropus lagopoides after 3 and 15 days of various NaCl concentrations

Values are means� s.e. P-values were obtained from one-way ANOVA by using T (time period of salinity exposure) and S (NaCl treatment)
(NS, non-significant). Values with different Bonferroni letters are significantly different at P < 0.05

Parameter Day NaCl (mM) ANOVA
26 167 373 747

Pn (mmolCO2m
–2 s–1) 3 14.47 ± 0.59a 14.29 ± 2.96a 9.59 ± 3.83a 0.9 ± 0.37c T: P < 0.05 S: P < 0.001

15 14.47 ± 0.59a 7.67 ± 2.01b 2.12 ± 0.92c 0.3 ± 0.07d
R (mmolm–2 s–1) 3 –3.41 ± 0.59b –3.57 ± 0.40b –4.78 ± 0.24a –1.03 ± 0.33c T: P < 0.05 S: P < 0.001

15 –3.72 ± 1.45a –1.48 ± 0.63ab –1.09 ± 0.40b –0.79 ± 0.19c
gs (molH2Om–2 s–1) 3 0.10 ± 0.02a 0.10 ± 0.03a 0.11 ± 0.02a 0.01 ± 0.01b T: P < 0.05 S: P < 0.001

15 0.12 ± 0.01a 0.07 ± 0.01b 0.02 ± 0.00c 0.01 ± 0.00d
E (mmolH2Om–2 s–1) 3 4.00 ± 0.86a 3.85 ± 1.18a 3.77 ± 0.82a 0.34 ± 0.16b T: P < 0.001 S: P < 0.001

15 4.81 ± 0.39a 2.66 ± 0.42b 0.88 ± 0.07c 0.32 ± 0.04d
WUE (mmolCO2mmol–1 H2O) 3 2.31 ± 0.22b 3.84 ± 0.41a 2.44 ± 0.49b 2.77 ± 0.16b T: NS S: P < 0.05

15 3.04 ± 0.37a 2.82 ± 0.38a 2.41 ± 1.03a 0.90 ± 0.12b
MDA (mmol g–1 FW) 3 10.62 ± 0.08d 12.24 ± 0.24c 13.41 ± 0.41b 18.32± 0.32a T: P < 0.001 S: P < 0.001

15 9.60 ± 0.41b 10.53 ± 0.53b 10.07 ± 0.07b 13.47± 0.47a
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A. lagopoideswere exposed to 747mMNaCl for a longer period
(15 days), K+ deficiency in leaves was observed which could
have led to restricted growth and loss of selective K+ absorption
from saline medium as well as selective K+ transport through
xylem (Hu and Schmidhalter 2005; Wang et al. 2009).

There was no significant change in the rate of photosynthesis
up to 373mMNaCl after 3 days, but a sharp declinewas observed
after long-term exposure to all concentrations ofNaCl. A positive
relationship among photosynthesis, stomatal conductance and
transpiration (r= 0.999; P < 0.001) indicates that the reduction
in photosynthesis is possibly linked to stomatal closure to
prevent water loss (Carroll et al. 2001). Moreover, reduction
in transpiration may also reduce the Na+ loading into the xylem
stream and subsequently its transport towards leaf tissues, so
that the longevity of plant is increased by maintaining Na+ at
subtoxic level (Ma et al. 2004). A growth inhibition at 373mM
NaCl may indicate the ability of plant to cope with salinity by

compromising CO2 assimilation (Sabra et al. 2012). However,
poor growth with substantially reduced photosynthesis at
747mM NaCl could be a result of insufficient reactive oxygen
species (ROS) quenching (Sobhanian et al. 2010), which is
reflected by a higher MDA (40% of respective non-saline
treatment) concentration. This oxidative damage could also be
a consequence of the rapid increase in leaf Na+ (three times
higher than control) which might be injurious for light harvesting
complex or enzymes related to CO2 assimilation (Parida and Das
2005). Sobhanian et al. (2010) reported a decrease in
photosynthesis with downregulation in proteins of both light
reaction and Calvin cycle (LSU and SSU of RuBisCO), when
A. lagopoides plantlets were exposed to 450mM NaCl for
10 days. Respiration rate in plants treated with 373mM NaCl
was higher than other salinity levels used for 3 days, is consistent
with a greater energy demand for Na+ regulation and osmotic
adjustment besides activating any defence system. A
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considerable decrease in respirationofA. lagopoides after 15days
at all NaCl concentrations indicates a possible shift ofmetabolism
towards amino acid synthesis (Sobhanian et al. (2010). The low
rate of respiration at 747mMNaCl indicates ionic toxicity that is
controlled by inappropriate expression of genes as well as
inadequate secretion of salt (Table 3).

The removal of toxic ions such as Na+ from the metabolically
active cytoplasm is the key for salt resistance (Munns and Tester
2008; Oh et al. 2009) which is achieved either by Na+

compartmentalisation in the vacuole (V-NHX) or continuous
removal to and excretion from the apoplast (PM-NHX)
(Cosentino et al. 2010) using energy in the form of
electromotive force generated through protein encoded by H+-
ATPase andH+-PPase genes (Hedrich et al. 1989). The extent of
Na+ compartmentalisation in vacuoles of root and shoot tissues
varies with species (Abogadallah 2010; Yang et al. 2010). In
general, halophytic grasses accumulate ions in roots (Marcum
2008), although shoot and leaf tissues play only a minor role in
ion accumulation under NaCl stress (Barhoumi et al. 2007).
Our data indicate that leaf versus root ratio of sodium content
decreased with increase in NaCl concentrations. This also
validates the finding that the expression of V-NHX gene was
2-fold higher in roots than leaves. In contrast, PM-NHX was
higher in leaves than roots, which shows co-ordination with
V-NHX. The expression of V-NHX and PM-NHX was
dependent on the duration of NaCl treatment (Khedr et al.
2011). Higher expression of V-NHX and PM-NHX in leaves
was a prompt response of NaCl treatment, which could have
helped in decreasing Na+ content in cytoplasm and to maintain
water concentration (percentage of FW) (Khedr et al. 2011).

However, the expression of both genes decreased with time of
exposure toNaCl,whichmay have caused a shift toNa+ secretion
mechanism. In addition, a 4-fold increased concentration of
Na+ was noted in the apoplast than symplast, which could
have enhanced the rate of Na+ secretion through salt glands
(Naz et al. 2009). Although, the expression of PM-NHX gene
was downregulated with time but still Na+ transfer to the
apoplast is possible because of higher stability of PM-NHX
protein under saline condition compared with non-saline
control (Chung et al. 2008). The expression of both genes
(PM-NHX and V-NHX) and salt secretion rate was similar in
plantlets treated with 373 and 747mM NaCl after 15 days, but
the tissue sap concentration of Na+ was 30% higher in 747mM
NaCl treatment, suggesting Na+ toxicity in plants treated with
747mM NaCl. An increase in Ca2+ concentration in plantlets
exposed to 373mM NaCl for 15 days possibly help in blocking
Na+ uptake via NSCC (non-selective cation channel; Demidchik
and Tester 2002) and improving K+ selectivity by KOR
(potassium outward rectifying channel; Wang et al. 2009). The
localisation of H+-translocating adenosine tri-phosphatase
enzyme is previously reported both in tonoplast and plasma
membrane but in this study expression of H+-ATPase gene
was positively correlated with the expression of V-NHX gene
in both leaves (r= 0.821; P < 0.0001) and roots (r= 0.700;
P < 0.0001). Our results suggest that the expression of H+-
ATPase is of great importance in A. lagopoides to generate an
electrochemical gradient so that an efficient sequestration of
Na+ in vacuoles may occur as reported for other species
(Abogadallah 2010; Yang et al. 2010). The upregulation of
ATP synthase in A. lagopoides under salt stress (Sobhanian
et al. 2010) might be helpful in Na+ partitioning through H+-
ATPase.

We conclude that NaCl induced changes in growth,
physiological and molecular mechanisms of A. lagopoides
could be related to ionic homeostasis in plants. Plantlets of
A. lagopoides successfully compartmentalised Na+ in 373mM
NaCl at the cost of growth reduction by achievingK+homeostasis
and preventing damage. This partitioning is made possible by
proper coordination of AlaNHX, H+-ATPase and PM-NHX
genes in leaf and root tissues (Table 4). Second, a reduction in
gas exchange parameters helped plants reduce water loss to
minimise Na+ uptake. Increased secretion of Na+ through
leaves may have contributed in avoiding toxicity. However,
747mM NaCl proved to be toxic as plants not only suffered
from K+ deficiency, but also showed apparent signs of damage.
This damage could be a result of ineffective Na+ secretion as
well as inappropriate gene expression controlling Na+ flux.

References

Abarsaji GA (2000) Identification and investigation on some of
ecophysiological characteristics of Aeluropus spp. in saline and
alkaline rangelands in the north of Gorgan. Pajouhesh-Va-Sazandegi
46, 21–25.

Abogadallah GM (2010) Sensitivity of Trifolium alexandrinum L. to salt
stress is related to the lack of long-term stress-induced gene expression.
Plant Science 178, 491–500. doi:10.1016/j.plantsci.2010.03.008

Adams P, Nelson DE, Yamada S, Chmara W, Jensen RG, Bohnert HJ,
Griffiths H (1998) Growth and development of Mesembryanthemum

Table 4. Representation of changes in different parameters of
Aeluropus lagopoides after treatment with 373 and 747mM NaCl for

15 days
The direction of arrow shows the change in comparison with the non-saline
treatment and number of arrows shows a significant difference (P < 0.05)

between 373 and 747mM NaCl treatments

Parameters NaCl (mM)
373 747

Leaves
Growth rate # ##
WC # ##
Osmolality " "
Pn # ##
R # ##
WUE – #
MDA – "
Secretion rate of Na+ " "
K+ – #
Na+ " ""
VNHX " "
PMNHX – –

H-ATPase " –

Roots
K+ – –

Na+ " "
VNHX " "
PMNHX " ""
H-ATPase " "

J Functional Plant Biology M. Z. Ahmed et al.

dx.doi.org/10.1016/j.plantsci.2010.03.008


crystallinum (Aizoaceae). New Phytologist 138, 171–190. doi:10.1046/
j.1469-8137.1998.00111.x

Barhoumi Z, Djebali W, Chaïbi W, Abdelly C, Smaoui A (2007) Salt impact
on photosynthesis and leaf ultrastructure of Aeluropus littoralis. Journal
of Plant Research 120, 529–537. doi:10.1007/s10265-007-0094-z

BellH,O’LearyJ (2003)Effectsof salinityongrowthandcationaccumulation
of Sporobolus virginicus (Poaceae). American Journal of Botany 90,
1416–1424. doi:10.3732/ajb.90.10.1416

Bhaskaran C, Selvaraj T (1997) Seasonal incidence and distribution of
VA-mycorrhizal fungi in native saline soils. Journal of Environmental
Biology 18, 209–212.

Blumwald E (2000) Sodium transport and salt tolerance in plants. Current
Opinion in Cell Biology 12, 431–434. doi:10.1016/S0955-0674(00)
00112-5

Carroll AB, Pallardy SG, Gallen C (2001) Drought stress, plant water status
and floral trait expression in fireweed, Epilobium angustifolium
(Onagraceae). American Journal of Botany 88, 438–446. doi:10.2307/
2657108

Chen Z, Pottosin II, Cuin TA, Fuglsang AT, Tester M, Jha D, Zepeda-Jazo I,
Zhou M, Palmgren MG, Newman IA, Shabala S (2007) Root plasma
membrane transporters controlling K+/Na+ homeostasis in salt stressed
barley. Plant Physiology 145, 1714–1725. doi:10.1104/pp.107.110262

Chung J-S, Zhu J-K, Bressan RA, Hasegawa PM, Shi H (2008) Reactive
oxygen species mediate Na+-induced SOS1 mRNA stability in
Arabidopsis. The Plant Journal 53, 554–565. doi:10.1111/j.1365-
313X.2007.03364.x

Cosentino C, Fischer-Schliebs E, Bertl A, Thiel G, HomannU (2010)Na+/H+

antiporters are differentially regulated in response to NaCl stress in leaves
and roots of Mesembryanthemum crystallinum. New Phytologist 186,
669–680. doi:10.1111/j.1469-8137.2010.03208.x

Cuin TA, TianY, Betts SA, Chalmandrier R, Shabala S (2009) Ionic relations
andosmotic adjustment indurumandbreadwheatunder saline conditions.
Functional Plant Biology 36, 1110–1119. doi:10.1071/FP09051

DebezA,SaadaouiD,Slama I,HuchzermeyerB,AbdellyC (2010)Responses
of Batis maritima plants challenged with up to two-fold seawater NaCl
salinity. Journal of Plant Nutrition and Soil Science 173, 291–299.
doi:10.1002/jpln.200900222

Demidchik V, Tester M (2002) Sodium fluxes through non-selective cation
channels in the plasma membrane of protoplasts from Arabidopsis
thaliana roots. Plant Physiology 128, 379–387. doi:10.1104/pp.010524

Flowers TJ, Colmer TD (2008) Salinity tolerance in halophytes. New
Phytologist 179, 945–963. doi:10.1111/j.1469-8137.2008.02531.x

Gaymard F, Pilot G, Lacombe B, Bouchez D, Bruneau D, Boucherez J,
Michaux-Ferriere N, Thibaud JB, Sentenac H (1998) Identification and
disruption of a plant shaker-like outward channel involved in K+ release
into the xylem sap. Cell 94, 647–655. doi:10.1016/S0092-8674(00)
81606-2

Gucci R, Xiloyannis C, Flore JA (1991) Gas exchange parameters, water
relations and carbohydrate partitioning in leaves of field grown Prunus
domestica following fruit removal. Physiologia Plantarum 83, 497–505.
doi:10.1111/j.1399-3054.1991.tb00126.x

Gulzar S, Khan MA, Ungar IA (2003) Effect of salinity on growth, ionic
content, plant-water status in Aeluropus lagopoides. Communications in
Soil Science and Plant Analysis 34, 1657–1668. doi:10.1081/CSS-
120021303

Hasegawa PM, Versan RAJ, Zhu K, Bonhert HJ (2000) Plant cellular and
molecular responses to high salinity. Annual Review of Plant Physiology
and Plant Molecular Biology 51, 463–499. doi:10.1146/annurev.
arplant.51.1.463

HeC,YanJ,ShenG,FuL,HoladayAS,AuldD,BlumwaldE,ZhangH(2005)
Expression of an Arabidopsis vacuolar sodium/proton antiporter gene in
cotton improves photosynthetic performance under salt conditions and
increases fiber yield in the field. Plant & Cell Physiology 46, 1848–1854.
doi:10.1093/pcp/pci201

Heath RL, Packer L (1968) Photoperoxidation in isolated chloroplasts.
I. Kinetics and stoichiometry of fatty acid peroxidation. Archives of
Biochemistry and Biophysics 125, 189–198. doi:10.1016/0003-9861
(68)90654-1

Hedrich R, Kurkdjian A, Guern J, Flugge UI (1989) Comparative studies
on the electrical properties of the H+ translocating ATPase and
pyrophosphatase of the vacuolar-lysosomal compartment. EMBO
Journal 8, 2835–2841.

Hoagland DR, Arnon DI (1950) The water-culture method for growing
plantswithout soil.CaliforniaAgriculturalExperimentStation347, 1–32.

Howard RJ, Mendelssohn IA (1999) Salinity as a constraint on growth of
oligohaline marsh macrophytes. I. Species variation in stress tolerance.
American Journal of Botany 86, 785–794. doi:10.2307/2656700

Hu Y, Schmidhalter U (2005) Drought and salinity: a comparison of their
effects on mineral nutrition of plants. Journal of Plant Nutrition and Soil
Science 168, 541–549. doi:10.1002/jpln.200420516

Joshi AJ, Bhoite AS (1988) Fluctuations of mineral ions in saline soils and
halophytic grass Aeluropus lagopoides L. Annals of Arid Zone 27,
191–196.

Kawasaki S, Borchert C, Deyholos M, Wang H, Brazille S, Kawai K,
Galbraith D, Bohnert HJ (2001) Gene expression profiles during the
initial phase of salt stress in rice. The Plant Cell 13, 889–905.

Khedr AHA, Serag MS, Nemat-Alla MM, El-Naga AZA, Nada RM, Quick
WP, Abogadallah GM (2011) Growth stimulation and inhibition by salt
in relation to Na+ manipulating genes in xero-halophyte Atriplex halimus
L. Acta Physiologiae Plantarum 33, 1769–1784. doi:10.1007/s11738-
011-0714-z

Koyro H-W, Khan MA, Lieth H (2011) Halophytic crops: a resource for
the future to reduce the water crisis? Emirates Journal of Food and
Agriculture 23, 1–16.

Kramer PJ, Boyer JS (1995) ‘Water relations of plants and soils.’ (Academic
Press: London)

Ma XL, Zhang Q, Shi HZ, Zhu JK, Zhao YX, Ma CL, Zhang H (2004)
Molecular cloning and different expression of a vacuolar Na+/H+

antiporter gene in Suaeda salsa under salt stress. Biologia Plantarum
48, 219–225. doi:10.1023/B:BIOP.0000033448.96998.44

Maathuis FJM, Amtmann A (1999) K+ nutrition and Na+ toxicity: the basis
of cellular K+/Na+ ratios. Annals of Botany 84, 123–133. doi:10.1006/
anbo.1999.0912

Marcum KB (2008) Relative salinity tolerance of turfgrass species and
cultivars. In ‘Handbook of turfgrass management and physiology’.
(Ed. M Pessarakli) p. 389–406. (CRC Press: New York)

Munns R (2002) Comparative physiology of salt and water stress. Plant,
Cell & Environment 25, 239–250. doi:10.1046/j.0016-8025.2001.
00808.x

Munns R, Tester M (2008) Mechanisms of salinity tolerance. Annual
Review of Plant Biology 59, 651–681. doi:10.1146/annurev.arplant.
59.032607.092911

Naz N, Hameed M, Wahid A, Arshad M, Ahmad MSA (2009) Patterns of
ion excretion and survival in two stoloniferous arid zone grasses.
Physiologia Plantarum 135, 185–195. doi:10.1111/j.1399-3054.2008.
01187.x

Oh D-H, Leidi E, Zhang Q, Hwang S-M, Li Y, Quintero FJ, Jiang X,
D’Urzo MP, Lee SY, Zhao Y, Bahk JD, Bressan RA, Yun D-J, Pardo
JM, Bohnert HJ (2009) Loss of halophytism by interference with
SOS1 expression. Plant Physiology 151, 210–222. doi:10.1104/pp.109.
137802

Parida AK, Das AB (2005) Salt tolerance and salinity effects on plants: a
review. Ecotoxicology and Environmental Safety 60, 324–349.
doi:10.1016/j.ecoenv.2004.06.010

Razavi K, Malboobi MA, Mohsenzadeh S (2006) Identification and
characterization of mRNA transcripts differentially expressed in
response to high salinity using DD-AFLP in Aeluropus lagopoides. In
‘4th National Biotechnology Congress, 15–17 August, Kerman, Iran’.

Salt resistance in Aeluropus lagopoides Functional Plant Biology K

dx.doi.org/10.1046/j.1469-8137.1998.00111.x
dx.doi.org/10.1046/j.1469-8137.1998.00111.x
dx.doi.org/10.1007/s10265-007-0094-z
dx.doi.org/10.3732/ajb.90.10.1416
dx.doi.org/10.1016/S0955-0674(00)00112-5
dx.doi.org/10.1016/S0955-0674(00)00112-5
dx.doi.org/10.2307/2657108
dx.doi.org/10.2307/2657108
dx.doi.org/10.1104/pp.107.110262
dx.doi.org/10.1111/j.1365-313X.2007.03364.x
dx.doi.org/10.1111/j.1365-313X.2007.03364.x
dx.doi.org/10.1111/j.1469-8137.2010.03208.x
dx.doi.org/10.1071/FP09051
dx.doi.org/10.1002/jpln.200900222
dx.doi.org/10.1104/pp.010524
dx.doi.org/10.1111/j.1469-8137.2008.02531.x
dx.doi.org/10.1016/S0092-8674(00)81606-2
dx.doi.org/10.1016/S0092-8674(00)81606-2
dx.doi.org/10.1111/j.1399-3054.1991.tb00126.x
dx.doi.org/10.1081/CSS-120021303
dx.doi.org/10.1081/CSS-120021303
dx.doi.org/10.1146/annurev.arplant.51.1.463
dx.doi.org/10.1146/annurev.arplant.51.1.463
dx.doi.org/10.1093/pcp/pci201
dx.doi.org/10.1016/0003-9861(68)90654-1
dx.doi.org/10.1016/0003-9861(68)90654-1
dx.doi.org/10.2307/2656700
dx.doi.org/10.1002/jpln.200420516
dx.doi.org/10.1007/s11738-011-0714-z
dx.doi.org/10.1007/s11738-011-0714-z
dx.doi.org/10.1023/B:BIOP.0000033448.96998.44
dx.doi.org/10.1006/anbo.1999.0912
dx.doi.org/10.1006/anbo.1999.0912
dx.doi.org/10.1046/j.0016-8025.2001.00808.x
dx.doi.org/10.1046/j.0016-8025.2001.00808.x
dx.doi.org/10.1146/annurev.arplant.59.032607.092911
dx.doi.org/10.1146/annurev.arplant.59.032607.092911
dx.doi.org/10.1111/j.1399-3054.2008. 01187.x
dx.doi.org/10.1111/j.1399-3054.2008. 01187.x
dx.doi.org/10.1104/pp.109.137802
dx.doi.org/10.1104/pp.109.137802
dx.doi.org/10.1016/j.ecoenv.2004.06.010


Sabra A, Daayf F, Renault S (2012) Differential physiological and
biochemical responses of three Echinacea species to salinity stress.
Scientia Horticulturae 135, 23–31. doi:10.1016/j.scienta.2011.11.024

Santa-María GE, Rubio F, Dubcovsky J, Rodriguez-Navarro A (1997)
The HAK1 gene of barley is a member of a large gene family and
encodes a high-affinity potassium transporter. The Plant Cell 9,
2281–2289.

Shabala S, Mackay A (2011) Ion transport in halophytes. Advances in
Botanical Research 57, 151–199. doi:10.1016/B978-0-12-387692-
8.00005-9

Sher M, Sen DN, Mohmmed S (1994) Seasonal variations in sugar and
protein content of halophytes in Indian desert. Annals of Arid Zone 33,
249–251.

Sobhanian H, Motamed N, Jazii FR, Nakamura T, Komatsu S (2010) Salt
stress induced differential proteome and metabolome response in the
shoots of Aeluropus lagopoides (Poaceae), a halophyte C4 plant.
Journal of Proteome Research 9, 2882–2897. doi:10.1021/pr900974k

Tester M, Davenport R (2003) Na+ tolerance and Na+ transport in higher
plants. Annals of Botany 91, 503–527. doi:10.1093/aob/mcg058

Tewari A (1970) A note on the value of Sporobolus coromandelianus
(Trin.) Kunth and Aeluropus lagopoides (Linn.) as feed and soil
binder. Plant Science 2, 135–136.

Tiku BL, Snaydon RW (1971) Salinity tolerance within the grass species.
Plant and Soil 35, 421–431. doi:10.1007/BF01372673

Torbatinejad NM, Maghsoodlowrad H, Gharabash AM (2000) Nutritive
value of Aeluropus littoralis and Aeluropus lagopoides in sheep.
Journal of Agricultural Sciences and Natural Resources 7, 31–45.

Vaziri A, Motamed N, Naghavi MR, Yazdani B, Niknam V (2011)
Physiological and biochemical responses of Aeluropus lagopoides and
Aeluropus littoralis to drought stress. Journal of Medicinal and Aromatic
Plants 2, 5–14.

Waghmode AP, Hegde BA (1984) Effect of sodium chloride on pyruvate
orthophosphate dikinase of a saline grass Aeluropus lagopoides (Linn.).
Trin. Biovigyanam 10, 209–210.

Waghmode AP, Joshi GV (1982) Photosynthetic and photorespiratory
enzymes and metabolism of 14 C-substrates in isolated leaf cells of the
C4 species of Aeluropus lagopoides L. Photosynthetica 16, 17–21.

Wang C-M, Zhang J-L, Liu X-S, Li Z, Wu G-Q, Cai J-Y, Flowers TJ, Wang
SM (2009) Puccinellia tenuiflora maintains a low Na+ level under
salinity by limiting unidirectional Na+ influx resulting in a high
selectivity for K+ over Na+. Plant, Cell & Environment 32, 486–496.
doi:10.1111/j.1365-3040.2009.01942.x

Xue Z-Y, ZhiD-Y,XueG-P, ZhangH, ZhaoY-X,XiaG-M (2004) Enhanced
salt tolerance of transgenic wheat (Triticum aestivum L.) expressing a
vacuolar Na+/H+ antiporter gene with improved grain yields in saline
soils in the field and a reduced level of leaf Na+. Plant Science 167,
849–859. doi:10.1016/j.plantsci.2004.05.034

Yang MF, Song J, Wang BS (2010) Organ-specific responses of vacuolar
H+- ATPase in the shoots and roots of C3 halophyte Suaeda salsa toNaCl.
Journal of Integrative Plant Biology 52, 308–314. doi:10.1111/j.1744-
7909.2010.00895.x

Yu Q, Tang C, Chen Z, Kuo J (1999) Extraction of apoplastic sap from
plant roots by centrifugation. New Phytologist 143, 299–304.
doi:10.1046/j.1469-8137.1999.00454.x

Yue W, Xia GM, Zhi DY, Chen HM (2001) Transfer of salt tolerance
from Aeleuropus littoralis sinensis to wheat (Triticum aestivum L.) via
asymmetric somatic hybridization. Plant Science 161, 259–266.
doi:10.1016/S0168-9452(01)00382-X

Zhu JK (2001) Plant salt tolerance. Trends in Plant Science 6, 66–71.
doi:10.1016/S1360-1385(00)01838-0

L Functional Plant Biology M. Z. Ahmed et al.

www.publish.csiro.au/journals/fpb

dx.doi.org/10.1016/j.scienta.2011.11.024
dx.doi.org/10.1016/B978-0-12-387692-8.00005-9
dx.doi.org/10.1016/B978-0-12-387692-8.00005-9
dx.doi.org/10.1021/pr900974k
dx.doi.org/10.1093/aob/mcg058
dx.doi.org/10.1007/BF01372673
dx.doi.org/10.1111/j.1365-3040.2009.01942.x
dx.doi.org/10.1016/j.plantsci.2004.05.034
dx.doi.org/10.1111/j.1744-7909.2010.00895.x
dx.doi.org/10.1111/j.1744-7909.2010.00895.x
dx.doi.org/10.1046/j.1469-8137.1999.00454.x
dx.doi.org/10.1016/S0168-9452(01)00382-X
dx.doi.org/10.1016/S1360-1385(00)01838-0

